Summary of ChlP-seq results and downstream analysis for 39 human
C2H2-ZF proteins. For each protein, the B1H-RC motif is depicted on the top,
followed by the best-matching de novo motif. If the best-matching de novo motif
is not the top output of MEME, the top MEME motif is also depicted at the
bottom. For each motif, centrality was calculated using CentriMo for the top 500
peaks, including the region [-250,250] around the peak summits. Motif
conservation corresponds to the average phastCons score of -100 to +100 bp
around the center of motif instances, with the red curve corresponding to motif
instances that coincide with at least one ChlP-seq peak in the non-repeat part of
the genome, and black curve corresponding to motif instances within ChlP-seq
peaks that overlap EREs. Conservation scores are normalized so that, for each
curve, the average across regions [-100,-50] and [50,100] is zero, and the
standard deviation is one. Protein domain architectures are obtained from
UniProt.
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