Example of combined data: 3' sorted by transcription change
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Configure annotations in treeview

Select “Annotations” from the settings menu CTRL/Apple + click selected fields
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Full annotations are now displayed on the right side
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ML1S3CMPR1  |Proteln kinase that|other |protein|Golgi |ST 3T
BRLZ2CMRPL3S (Mitochondrial ribosimitochistructuleytopl)sT 3T
DREZYC/WPSS4  [Component of the Galcellul ) Gul%l ar
JROS3CIFIPL  |Subunit of cleavage RMA meRMNA binjhucTelST 3C
KL20WAIM27  [Member of a transmelprotei| cytopl/sT 3C
KLOZZ2C|COCLE  [Subunit of the anaplOMA_meligase |nucleuST 3C
ERCZWPROZ  |[Delta l-pyrroline-3S|celluljoxidore|cytopl/ST 3T
CROZBCIFEMZ  |Plasma membrane H+-jcellultranspomembrzsT 3
ALOLIWSWCS  [Protein of unknown ‘chromo ~ |chromc5T 3C
LR1G2CHCIRL  |Dual function protelRMA_meRMNA binjeytopl/ST 3C
—[YBREBACISECLS  |ATPase required forjcellulhydrolaleitoplsT 2T
DRZEOC|SL Subunit of the anapleell ¢ nucley5T 3T
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