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Supported by comparative genomics (Kellis 2003) 

Rejected by comparative genomics (Kellis 2003)

ORF length >200 AA

Pfam domain

Hyphenated name (e.g. "YAL001w-B")

Fungal homologs only (Nishida 2006)

Only in cerevisiae (Nishida 2006)

Kastenmayer 2006

Brachat 2003

Kessler 2003

Cliften 2003

Blandin 2000

Oshiro 2002

Kumar 2002

Detected by SAGE (Velculescu 1997)

Detected as cDNA (Miura 2006)

Detected by MS (Gavin 2006)

Detected by MS (Krogan 2006)

bioGrid biochemical interaction

bioGrid genetic interaction

bioGrid physical interaction

bioGrid two hybrid interaction

Deletions collection, initial (Giaever 2002)

Deletions collection, added (Kastenmayer 2006)

L
o

n
g

 O
R

F
s
 w

ith
 p

fa
m

 d
o

m
a

in
s

L
o

n
g

 O
R

F
s
, n

o
 p

fa
m

 d
o

m
a

in
s

S
h

o
rt O

R
F

s
 w

ith
 p

fa
m

 d
o

m
a

in
s

S
h

o
rt O

R
F

s
, n

o
 p

fa
m

 d
o

m
a

in
s

H
y
p

h
e

n
a

te
d

 n
a

m
e

 O
R

F
s

P
o

s
s
ib

ly
 d

u
b

io
u

s
 lo

n
g

e
r O

R
F

s

S
e

q
u

e
n

c
e

a
ttrib

u
te

s
H

o
m

o
lo

g
y

ra
n

g
e

S
m

a
ll O

R
F

s
e

a
rc

h
e

s
E

x
p

re
s
s
io

n
e

v
id

e
n

c
e

In
te

ra
c
tio

n
s
D

e
le

tio
n

m
u

ta
n

ts

1,253 uncharacterized ORFs

Y
e

s

N
o

F
ig

u
re

2
:

2



Figure 3:

3



Figure 4:

4



Enzyme (135)

Transporter/Channel/Pore (42)

Transcription factor (17)
Membrane/Golgi/ER/Cell wall/Extracellular (16)

Ubiquitin interaction (15)
Peptidase (11)
Protein kinase (10)
DNA binding (10)
Helicase (4)

Pfam - miscellaneous (72)

Unknown or uninformative (135)

Putative mitochondrial protein (32)

No pfam domain, over 200 AA (275)

No pfam domain,
over 200 AA,
homologs in
fungi only (61)
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supported by
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